. Multiple sequence alignment of GmSnRK2 proteins. ATP binding domain, converved Ser/Thr kinase domain, and diverse C−terminal were indicated by black lines at the bottom. The red, purple, blue and yellow boxes represented the C-terminal of GmSnRK2s from Group1, Group2, Group3 and Group4, respectively. Figure S2 . Expression patterns of the 22 GmSnRK2s under NaCl treatments with bar diagrams. The transcript levels of GmSnRK2s were normalized against GmSKIP transcript levels using 2 − △△ Ct . Error bars indicate the standard deviation. Statistically significant differences (Student's t−test) are indicated as follows: * p < 0.05, ** p < 0.01. Figure S3 . Expression patterns of the 22 GmSnRK2s under ABA treatments with bar diagrams. The transcript levels of GmSnRK2s were normalized against GmSKIP transcript levels using 2 − △△ Ct . Error bars indicate the standard deviation. Statistically significant differences (Student's t−test) are indicated as follows: * p < 0.05, ** p < 0.01. Figure S4 . Expression patterns of the 22 GmSnRK2s under SLs treatments with bar diagrams. The transcript levels of GmSnRK2s were normalized against GmSKIP transcript levels using 2 − △△ Ct . Error bars indicate the standard deviation. Statistically significant differences (Student's t−test) are indicated as follows: * p < 0.05, ** p < 0.01.
